
Investigation Catalyst Matrix

These slides show 
n the main elements of an MES 

investigation matrix, and 
n how building blocks created from 

original incident source data are 
organized to support development of an 
explanatory description of the incident 
process.
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TITLE BOX
User-entered 
data and 
user-editable
color legends
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TOOL BAR
with short 
cuts to
functions
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Tool bar shortcuts have hints to describe their functions. Main features are templates for creating building blocks from source data, auto-sequencing BBs, 
provisions for adding notes and tabs, and inspecting/editing BBs.



TIME BAR
User-selected 
display of date,
 time, or data 
and time
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The Time Bar is the time coordinate for sequencing BBs are they become available for placement on the matrix.  User sets level of detail displayed.
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ACTOR COLUMN
User-ordered
list of actor
rows for EBs
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Investigation Catalyst Matrix

EXPLICIT ROWS  
for Sequencing 
each EB relative 
to all others
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EVENT
BLOCKS
arrayed 
sequentially
on an
expandable 
matrix 
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The event building blocks are arrayed on their actor coordinate along the Time Bar as they become available. 



LINKS
Arrows showing
coupled inter-
actions during
accident process
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DIAMONDS
Markers to show
where problems
exist in process
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COMMENTS
Tab with question,
note or alert about
EB or link
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JUMP MAP
navigation tool
for large
matrices
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Initiation of MES Matrix

FIRST 
EBs
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Building a Matrix

§Apply logic
§Add new           

EBs

§Add links
§Expose 

uncertain 
data

§Point to more 
EBs needed
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Adding more EBs

§ Position each new EB on its named row, 
with left edge aligned under its time on  
the expanding time bar. 
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• Quality assurance

n For Quality Assurance, confirm
o EB content
o Valid sequencing
o Necessary and Sufficient links and 

inputs to each EB
o Gaps filled or explainable

15


